wo 99/55862 



S26 Re^PCT/FTO 270CT2000 




PCT/JP99/02226 



1 



09/ 674235 



10 



15 



20 



Sequence lis-bing 

<110> Sagami Chemical Research Center 

<120> Human Proteins Having Transmanbrane E)csnains and DNAs Encoding these 
Proteins 

<130> 661099 

<140> 
<141> 

<150> JP 10-119395 
<151> 1998-04-28 
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<170> Windows 95 (Word 98) 

<210> 1 
<211> 268 
<212> PRT 

<213> Hono sapiens 
<400> 1 

Met Ala Phe Glu Glu Leu Leu Ser Gin Val Gly Gly Leu Gly Arg Phe 

15 10 15 

Gin Met Leu His Leu Val Phe lie Leu Pro Ser Leu Met Leu Leu lie 

20 25 30 

Pro His lie Leu Leu Glu Asn Phe Ala Ala Ala lie Pro Gly His Arg 

35 40 45 

Cys Trp Val His Met Leu Asp Asn Asn Thr Gly Ser Gly Asn Glu Thr 

50 55 60 

Gly lie Leu Ser Glu Asp Ala Leu Leu Arg lie Ser lie Pro Leu Asp 
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65 70 75 80 

Ser Asn Leu Arg Pro Glu Lys Cys Arg Arg Phe Val His Pro Gin Trp 

85 90 95 

Gin Leu Leu His Leu Asn Gly Thr lie His Ser Thr Ser Glu Ala Asp 
5 100 105 110 

Thr Glu Pro Cys Val Asp Gly Trp Val Tyr Asp Gin Ser Tyr Phe Pro 

115 120 125 

Ser Thr lie Val Thr Lys Trp Asp Leu Val Cys Asp Tyr Gin Ser Leu 
130 135 140 

10 Lys Ser Val Val Gin Phe Leu Leu Leu Thr Gly Met Leu Val Gly Gly 
145 150 155 160 

lie lie Gly Gly His Val Ser Asp Arg Trp Leu Val Glu Ser Ala Arg 

165 170 175 

Trp Leu lie lie Thr Asn Lys Leu Asp Glu Gly Leu Lys Ala Leu Arg 
15 180 185 190 

Lys Val Ala Arg Thr Asn Gly lie Lys Asn Ala Glu Glu Thr Leu Asn 

195 200 205 

He Glu Val Val Arg Ser Thr Met: Gin Glu Glu Leu Asp Ala Ala Gin 
210 215 220 

20 Thr Lys Thr Thr Val Cys Asp Leu Phe Arg Asn Pro Ser Met Arg Lys 
225 230 235 240 

Arg He Cys He Leu Val Phe Leu Arg Lys Lys He Ser Arg Lys Arg 

245 250 255 

His Lys Asn Asp Cys Tyr Thr Lys Val Thr Lys Phe 
25 260 265 

<210> 2 
<211> 236 
<212> PRT 
30 <213> Hcroo sapiens 

<400> 2 

Met Ala Glu Pro Ser Ala Ala Thr Gin Ser His Ser He Ser Ser Ser 
15 10 15 

35 Ser Phe Gly Ala Glu Pro Ser Ala Pro Gly Gly Gly Gly Ser Pro Gly 
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20 25 30 

Ala Cys Pro Ala Leu Gly Thr Lys Ser Cys Ser Ser Ser Cys Ala Val 

35 40 45 

His Asp Leu lie Phe Trp Arg Asp Val Lys Lys Thr Gly Phe Val Phe 
5 50 55 60 

Gly Thr Thr Leu lie Met Leu Leu Ser Leu Ala Ala Phe Ser Val lie 
65 70 75 80 

Ser Val Val Ser Tyr Leu lie Leu Ala Leu Leu Ser Val Thr lie Ser 
85 90 95 

10 Phe Arg lie Tyr Lys Ser Val lie Gin Ala Val Gin Lys Ser Glu Glu 

100 105 110 

Gly His Pro Phe Lys Ala Tyr Leu Asp Val Asp lie Thr Leu Ser Ser 

115 120 125 

Glu Ala Phe His Asn Tyr Met Asn Ala Ala Met Val His lie Asn Arg 
15 130 135 140 

Ala Leu Lys Leu lie lie Arg Leu Phe Leu Val Glu Asp Leu Val Asp 
145 150 155 160 

Ser Leu Lys Leu Ala Val Phe Met Trp Leu Met Thr Tyr Val Gly Ala 
165 170 175 

20 Val Phe Asn Gly lie Thr Leu Leu lie Leu Ala Glu Leu Leu lie Phe 

180 185 190 

Ser Val Pro lie Val Tyr Glu Lys Tyr Lys Thr Gin lie Asp His Tyr 

195 200 205 

Val Gly He Ala Arg Asp Gin Thr Lys Ser He Val Glu Lys He Gin 
25 210 215 220 

Ala Lys Leu Pro Gly He Ala Lys Lys Lys Ala Glu 
225 230 235 



<210> 3 
30 <211> 261 
<212> PRT 
<213> Homo sapiens 



35 



<400> 3 

Met Ala Gly Pro Glu Leu Leu Leu Asp Ser Asn He Arg Leu Trp Val 
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4. 



1 



5 



10 



15 



Val Leu Pro lie Val lie lie Thr Phe Phe Val Gly Met lie Arg His 

20 25 30 

Tyr Val Ser lie Leu Leu Gin Ser Asp Lys Lys Leu Thr Gin Glu Gin 

35 40 45 

Val Ser Asp Ser Gin Val Leu lie Arg Ser Arg Val Leu Arg Glu Asn 

50 55 60 

Gly Lys Tyr lie Pro Lys Gin Ser Phe Leu Thr Arg Lys Tyr Tyr Phe 
65 70 75 80 

Asn Asn Pro Glu Asp Gly Phe Phe Lys Lys Thr Lys Arg Lys Val Val 

85 90 95 

Pro Pro Ser Pro Met Thr Asp Pro Thr Met Leu Thr Asp Met Met Lys 

100 105 110 

Gly Asn Val Thr Asn Val Leu Pro Met lie Leu lie Gly Gly Trp lie 

115 120 125 

Asn Met Thr Phe Ser Gly Phe Val Thr Thr Lys Val Pro Phe Pro Leu 

130 135 140 

Thr Leu Arg Phe Lys Pro Met Leu Gin Gin Gly lie Glu Leu Leu Thr 
145 150 155 160 

Leu Asp Ala Ser Trp Val Ser Ser Ala Ser Trp Tyr Phe Leu Asn Val 

165 170 175 

Phe Gly Leu Arg Ser lie Tyr Ser Leu lie Leu Gly Gin Asp Asn Ala 

180 185 190 

Ala Asp Gin Ser Arg Met Met Gin Glu Gin Met Thr Gly Ala Ala Met 

195 200 205 

Ala Met Pro Ala Asp Thr Asn Lys Ala Phe Lys Thr Glu Trp Glu Ala 

210 215 220 

Leu Glu Leu Thr Asp His Gin Trp Ala Leu Asp Asp Val Glu Glu Glu 
225 230 235 240 

Leu Met Ala Lys Asp Leu His Phe Glu Gly Met Phe Lys Lys Glu Leu 

245 250 255 

Gin Thr Ser lie Phe 



260 



<210> 4 
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<211> 328 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Val Ser Lys Ala Leu Leu Arg Leu Val Ser Ala Val Asn Arg Arg 

15 10 15 

Arg Met Lys Leu Leu Leu Gly lie Ala Leu Leu Ala Tyr Val Ala Ser 

20 25 30 

Val Trp Gly Asn Phe Val Asn Met Ser Phe Leu Leu Asn Arg Ser lie 

35 40 45 

Gin Glu Asn Gly Glu Leu Lys lie Glu Ser Lys lie Glu Glu Met Val 

50 55 60 

Glu Pro Leu Arg Glu Lys lie Arg Asp Leu Glu Lys Ser Phe Thr Gin 
65 70 75 80 

Lys Tyr Pro Pro Val Lys Phe Leu Ser Glu Lys Asp Arg Lys Arg He 

85 90 95 

Leu He Thr Gly Gly Ala Gly Phe Val Gly Ser His Leu Thr Asp Lys 

100 105 110 

Leu Met Met Asp Gly His Glu Val Thr Val Val Asp Asn Phe Phe Thr 

115 120 125 

Gly Arg Lys Arg Asn Val Glu His Trp He Gly His Glu Asn Phe Glu 

130 135 140 

Leu He Asn His Asp Val Val Glu Pro Leu Tyr He Glu Gly Val Glu 
145 150 155 160 

Val Arg Val Ala Arg He Phe Asn Thr Phe Gly Pro Arg Met His Met 

165 170 175 

Asn Asp Gly Arg Val Val Ser Asn Phe He Leu Gin Ala Leu Gin Gly 

180 185 190 

Glu Pro Leu Thr Val Tyr Gly Ser Gly Ser Gin Thr Arg Ala Phe Gin 

195 200 205 

Tyr Val Ser Asp Leu Val Asn Gly Leu Val Ala Leu Met Asn Ser Asn 

210 215 220 

Val Ser Ser Pro Val Asn Leu Gly Asn Pro Glu Glu His Thr He I^u 
225 230 235 240 
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Glu Phe Ala Gin Leu He Lys Asn Leu Val Gly Ser Gly Ser Glu He 

245 250 255 

Gin Phe Leu Ser Glu Ala Gin Asp Asp Pro Gin Lys Arg Lys Pro Asp 

260 265 270 

He Lys Lys Ala Lys Leu Met Leu Gly Trp Glu Pro Val Val Pro Leu 

275 280 285 

Glu Glu Gly Leu Asn Lys Ala He His Tyr Phe Arg Lys Glu Leu Glu 

290 295 300 

Tyr Gin Ala Asn Asn Gin Tyr He Pro Lys Pro Lys Pro Ala Arg He 
305 310 315 320 

Lys Lys Gly Arg Thr Arg His Ser 



<210> 5 
<211> 300 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Met Lys Phe Leu. Leu Asp He Leu Leu Leu Leu Pro Leu Leu He Val 

15 10 15 

Cys Ser Leu Glu Ser Phe Val Lys Leu Phe He Pro Lys Arg Arg Lys 

20 25 30 

Ser Val Thr Gly Glu He Val Leu He Thr Gly Ala Gly His Gly He 

35 40 45 

Gly Arg Leu Thr Ala Tyr Glu Phe Ala Lys Leu Lys Ser Lys Leu Val 

50 55 60 

Leu Tirp Asp He Asn Lys His Gly Leu Glu Glu Thr Ala Ala Lys Cys 
65 70 75 80 

Lys Gly Leu Gly Ala Lys Val His Thr Phe Val Val Asp Cys Ser Asn 

85 90 95 

Arg Glu Asp He Tyr Ser Ser Ala Lys Lys Val Lys Ala Glu He Gly 

100 105 110 

Asp Val Ser He Leu Val Asn Asn Ala Gly Val Val Tyr Thr Ser Asp 



325 



115 



120 



125 
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7 



Leu Phe Ala Thr Gin Asp Pro Gin He Glu Lys Thr Phe Glu Val Asn 

130 135 140 

Val Leu Ala His Phe Trp Thr Thr Lys Ala Phe I^u Pro Ala Met Thr 
145 150 155 160 

Lys Asn Asn His Gly His He Val Thr Val Ala Ser Ala Ala Gly His 

165 170 175 

Val Ser Val Pro Phe Leu Leu Ala Tyr Cys Ser Ser Lys Phe Ala Ala 

180 185 190 

Val Gly Phe His Lys Thr Leu Thr Asp Glu Leu Ala Ala Leu Gin He 

195 200 205 

Thr Gly Val Lys Thr Thr Cys Leu Cys Pro Asn Phe Val Asn Thr Gly 

210 215 220 

Phe He Lys Asn Pro Ser Thr Ser Leu Gly Pro Thr Leu Glu Pro Glu 
225 230 235 240 

Glu Val Val Asn Arg Leu Met His Gly He Leu Thr Glu Gin Lys Met 

245 250 255 

He Phe He Pro Ser Ser He, Ala Phe Leu Thr Thr Leu Glu Arg He 

260 265 270 

Leu Pro Glu Arg Phe Leu Ala Val Leu Lys Arg Lys He Ser Val Lys 

275 280 285 

Phe Asp Ala Val He Gly Tyr Lys Met Lys Ala Gin 
290 295 300 

<210> 6 
<211> 182 
<212> PRT 

<213> Hcroo sapiens 
<400> 6 

Met Lys Gly Trp Gly Trp Leu Ala Leu Leu Leu Gly Ala Leu I^u Gly 

15 10 15 

Thr Ala Trp Ala Arg Arg Ser Gin Asp Leu His Cys Gly Ala Cys Arg 

20 25 30 

Ala Leu Val Asp Glu Leu Glu Trp Glu He Ala Gin Val Asp Pro Lys 
35 40 45 
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Lys Thr lie Gin Met: Gly Ser Phe Arg lie Asn Pro Asp Gly Ser Gin 

50 55 60 

Ser val Val Glu Val Pro Tyr Ala Arg Ser Glu Ala His Leu Thr Glu 
65 70 75 80 

Leu Leu Glu Glu He Cys Asp Arg Met Lys Glu Tyr Gly Glu Gin He 

85 90 95 

Asp Pro Ser Thr His Arg Lys Asn Tyr Val Arg Val Val Gly Arg Asn 

100 105 110 

Gly Glu Ser Ser Glu Leu Asp Leu Gin Gly He Arg He Asp Ser Asp 

115 120 125 

He Ser Gly Thr Leu Lys Phe Ala Cys Glu Ser He Val Glu Glu Tyr 

130 135 140 

Glu Asp Glu Leu He Glu Phe Phe Ser Arg Glu Ala Asp Asn Val Lys 
145 150 155 160 

Asp Lys Leu Cys Ser Lys Arg Thr Asp Leu Cys Asp His Ala Leu His 

165 170 175 

He Ser His Asp Glu Leu 
180 



<210> 7 
<211> 66 
<212> PRT 

<213> Horno sapiens 



<400> 7 

Met Glu val Asp Ala Pro Gly Val Asp Gly Arg Asp Gly Leu Arg Glu 

15 10 15 

Arg Arg Gly Phe Ser Glu Gly Gly Arg Gin Asn Phe Asp Val Arg Pro 

20 25 30 

Gin Ser Gly Ala Asn Gly Leu Pro Lys His Ser Tyr Trp Leu Asp Leu 

35 40 45 

Trp Leu Phe He Leu Phe Asp Val Val Val Phe Leu Phe Val Tyr Phe 

50 55 60 

Leu Pro 
65 
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<210> 8 
<211> 183 
<212> PRT 

<213> Hcxno sapiens 
<400> 8 

Met Ala Ser Arg Ala Gly Pro Arg Ala Ala Gly Thr Asp Gly Ser Asp 

1 5 10 . 15 

Phe Gin His Arg Glu Arg Val Ala Met His Tyr Gin Met Ser Val Thr 

20 25 30 

Leu Lys Tyr Glu lie Lys Lys Leu lie Tyr Val His Leu Val lie Trp 

35 40 45 

Leu Leu Leu Val Ala Lys Met Ser Val Gly His Leu Arg Leu Leu Ser 

50 55 60 

His Asp Gin Val Ala Met Pro Tyr Gin Trp Glu Tyr Pro Tyr I^u I^u 
65 70 75 80 

Ser lie Leu Pro Ser Leu Leu Gly Leu Leu Ser Phe Pro Arg Asn Asn 

85 90 95 

lie Ser Tyr Leu Val Leu Ser Met lie Ser Met Gly Leu Phe Ser lie 

100 105 110 

Ala Pro Leu lie Tyr Gly Ser Met Glu Met Phe Pro Ala Ala Gin Gin 

115 120 125 

Leu Tyr Arg His Gly Lys Ala Tyr Arg Phe Leu Phe Gly Phe Ser Ala 

130 135 140 

Val Ser lie Met Tyr Leu Val Leu Val Leu Ala Val Gin Val His Ala 
145 150 155 160 

Trp Gin Leu Tyr Tyr Ser Lys Lys Leu Leu Asp Ser Trp Phe Thr Ser 

165 170 175 

Thr Gin Glu Lys Lys His Lys 



180 



<210> 9 
<211> 324 
<212> PRT 
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<213> Homo sapiens 
<400> 9 

Met Gly Pro Trp Gly Glu Pro Glu Leu Leu Val Trp Arg Pro Glu Ala 

15 10 15 

Val Ala Ser Glu Pro Pro Val Pro Val Gly Leu Glu Val Lys Leu Gly 

20 25 30 

Ala Leu Val Leu Leu Leu Val Leu Thr Leu Leu Cys Ser Leu Val Pro 

35 40 45 

He Cys Val Leu Arg Arg Pro Gly Ala Asn His Glu Gly Ser Ala Ser 

50 55 60 

Arg Gin Lys Ala Leu Ser Leu Val Ser Cys Phe Ala Gly Gly Val Phe 
65 70 75 80 

Leu Ala Thr Cys Leu Leu Asp Leu Leu Pro Asp Tyr Leu Ala Ala He 

85 90 95 

Asp Glu Ala Leu Ala Ala Leu His Val Thr Leu Gin Phe Pro Leu Gin 

100 105 110 

Glu Phe He Leu Ala Met Gly Phe Phe Leu Val I^u Val Met Glu Gin 

115 120 125 

He Thr Leu Ala Tyr Lys Glu Gin Ser Gly Pro Ser Pro Leu Glu Glu 

130 135 140 

Thr Arg Ala Leu Leu Gly Thr Val Asn Gly Gly Pro Gin His Trp His 
145 150 155 160 

Asp Gly Pro Gly Val Pro Gin Ala Ser Gly Ala Pro Ala Thr Pro Ser 

165 170 175 

Ala Leu Arg Ala Cys Val Leu Val Phe Ser Leu Ala Leu His Ser Val 

180 185 190 

Phe Glu Gly Leu Ala Val Gly Leu Gin Arg Asp Arg Ala Arg Ala Met 

195 200 205 

Glu Leu Cys Leu Ala Leu Leu Leu His Lys Gly He Leu Ala Val Ser 

210 215 220 

Leu Ser Leu Arg Leu Leu Gin Ser His Leu Arg Ala Gin Val Val Ala 
225 230 235 240 

Gly Cys Gly He Leu Phe Ser Cys Met Thr Pro Leu Gly He Gly I^u 



245 



250 



255 
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Gly Ala Ala Leu Ala Glu Ser Ala Gly Pro Leu His Gin Leu Ala Gin 

260 265 270 

Ser Val Leu Glu Gly Met Ala Ala Gly Thr Phe Leu Tyr lie Thr Phe 

275 280 285 

Leu Glu lie Leu Pro Gin Glu Leu Ala Ser Ser Glu Gin Arg lie Leu 

290 295 300 

Lys Val lie Leu Leu Leu Ala Gly Phe Ala Leu Leu Thr Gly Leu Leu 
305 310 315 320 

Phe He Gin He 



<210> 10 
<211> 804 
<212> DNA 



<213> Horto 


sapiens 






<400> 10 








atggcctttg 


aggagctctt 


gagtcaagtt: ggaggccttg ggagatttca gatgcttcat 


60 


c"tggtttrt"ta 


ttcttccctc 


tctcatgtta ttaatccctc atatactgct agagaacttt 


120 


gctgcagcca 


ttcctggtca 


tcgttgctgg gtccacatgc tggacaataa tactggatct 


180 


ggtaatgaaa 


ctggaatccrt 


cagtgaagat gccctcttga gaatctctat cccactagac 


240 


tcaaatctga 


ggccagagaa 


gtgtcgtcgc tttgtccatc cccagtggca gcrttcttcac 


300 


ctgaatggga 


crtatccacag 


cacaagtgag gcagacacag aaccctgtgt ggatggctgg 


360 


gtatatgatc 


aaagctacft 


cccttcgacc attgtgacta agtgggacct: ggtatgtgat 


420 


tatcagtcac 


tgaaatcagt 


ggttcaattc ctacttctga ctggaatgct: ggtgggaggc 


480 


atcataggtg 


gccatgtctc 


agacaggtgg ctggtggaat ctgctcggtg gttgataatc 


540 


accaataaac 


tagatgaggg 


cttaaaggca cttagaaaag ttgcacgcac aaatggaata 


600 


aagaatgctg 


aagaaaccct 


gaacatagag gttgtaagat ccaccatgca ggaggagctg 


660 


gatgcagcac 


agaccaaaac 


tactgtgtgt gacttgttcc gcaaccccag tatgcgtaaa 


720 


aggatcrtgta 


tcctggtatt 


tttgagaaaa aaaatctcaa ggaaaaggca taaaaatgat 


780 


tgctacacaa 


aagtgaccaa 


atrtt 


804 



<210> 11 

<211> 708 

<212> DNA 

<213> Hccno sapiens 
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<400> 11 

atggcggagc cgtcggcggc cactcagtcc cattccatct ccrtcgtcgtc cttcggagcc 60 

gagccgtccg cgcccggcgg cggcgggagc ccaggagcct gccccgccci: ggggacgaag 120 

agctgcagct cctcctgtgc ggtgcacgat ctgattttct ggagagatgt gaagaagact 180 

gggtttgtct ttggcaccac gctgatcatg ctgctttccc tggcagctrtt cagtgtcatc 240 

agtgtggttt cttacctcat cctggctctt ctctctgtca ccatcagctt: caggatctac 300 

aagtccgtca tccaagctgt acagaagtca gaagaaggcc atccattcaa agcctacctg 360 

gacgtagaca ttactc-fcgtc ctcagaagct ttccataatt acatgaatgc tgccatggtg 420 

cacatcaaca gggccctgaa actcattatt cgtctctttc tggtagaaga tctggttgac 480 

tccttgaagc tggctgtctt catgtggctg atgacctatg ttggtgctgt ttttaacgga 540 

atcacccttc "taattcttgc tgaactgctc attttcagtg tcccgattgt: ctatgagaag 600 

tacaagaccc agattgatca ctatgt:t:ggc atcgcccgag atcagaccaa gtcaattgtt 660 

gaaaagatcc aagcaaaact ccctggaatc gccaaaaaaa aggcagaa 708 

<210> 12 

<211> 783 

<212> DNA 

<213> Hacvo sapiens 

<400> 12 

atggcagggc cagaactgtt gctcgactcc aacatccgcc tctgggtggt cctacccatc 60 

gttatcatca ct-ttcttcgt aggcatgatc cgccactacg tgtccatccl: gctgcagagc 120 

gacaagaagc tcacccagga acaagtatict gacagtcaag tcctaattcg aagcagagtc 180 

ctcagggaaa atggaaaata cattcccaaa cagtctttct tgacacgaaa atattatttc 240 

aacaacccag aggatggatt tttcaaaaaa actaaacgga aggtagtgcc accttctcct 300 

at:gacl:gat:c ctactatgtt: gacagacatg atgaaaggga atgtaacaaa tgtcctccct 360 

atgattctta ttggtggatg gatcaacatg acattctcag gcrtttgtcac aaccaaggtc 420 

cca-tttccac tgaccctccg ttttaagcct atgttacagc aaggaatcga gctactcaca 480 

ttagatgcat cctgggtgag ttctgcatcc tggtacttcc tcaatgtatt: tgggcttcgg 540 

agcatttact ctctgattct gggccaagat aatgccgctg accaatcacg aatgatgcag 600 

gagcagatga cgggagcagc catggccatg cccgcagaca caaacaaagc tttcaagaca 660 

gagtgggaag ctttggagct gacggatcac cagtgggcac tagatgatgt cgaagaagag 720 

ctcatggcca aagacctcca cttcgaaggc atgttcaaaa aggaattaca gacctctatt 780 

ttt 783 
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<210> 13 
<211> 984 
<212> DMA 
5 <213> Hono sapiens 

<400> 13 

atggtgagca aggcgctgct gcgcctcgtg tctgccgtca accgcaggag gatgaagctg 60 

ctgctgggca tcgccttgct ggcctacgtc gcctctgttl: ggggcaactt cgttaatatg 120 

10 agctttctac tcaacaggtc tatccaggaa aatggtgaac taaaaattga aagcaagatt 180 

gaagagatgg ttgaaccact aagagagaaa atcagagatt tagaaaaaag ctttacccag 240 

aaatacccac cagtaaagtt tttatcagaa aaggatcgga aaagaatttt gataacagga 300 

ggcgcagggt tcgtgggctc ccatctaact gacaaactca tgatggacgg ccacgaggtg 360 

accgtggtgg acaatttctt cacgggcagg aagagaaacg tggagcacrtg gatcggacat 420 

15 gagaacttcg agttgattaa ccacgacgtg gtggagcccc tctacatcga gggcgtggaa 480 

gtgcgagtgg ccagaatctt caacaccttt gggccacgca tgcacatgaa cgatgggcga 540 

gtagtcagca acttcatcct gcaggcgctc cagggggagc cactcacggt atacggatcc 600 

gggtctcaga caagggcgtt ccagtacgtc agcgatctag tgaatggcct cgtggctctc 660 

atgaacagca acgtcagcag cccggtcaac ctggggaacc cagaagaaca cacaatccta 720 

20 gaatttgctc agttaatitaa aaaccrttigtt ggtagcggaa gtgaaattca gtttctctcc 780 

gaagcGcagg atgacccaca gaaaagaaaa ccagacatca aaaaagcaaa gctgatgcrtg 840 

gggtgggagc ccgtggtccc gctggaggaa ggtt:1:aaaca aagcaattca ctacttccgt; 900 

aaagaactcg agtaccaggc aaataatcag tacatcccca aaccaaagcc tgccagaata 960 

aagaaaggac ggactcgcca cage 984 

25 

<210> 14 
<211> 900 
<212> DNA 

<213> HoTiD sapiens 

30 

<400> 14 

atgaaatttc ttctggacat cctcctgctt ctcccgttac tgatcgtctg ctccctagag 60 

tccttcgtga agctttttat tcctaagagg agaaaatcag tcaccggcga aatcgtgctg 120 

attacaggag ctgggcatgg aattgggaga ctgactgcct atgaatttgc taaacttaaa 180 

35 agcaagctgg ttctcrtggga tataaataag catggactgg aggaaacagc tgccaaatgc 240 
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aagggactgg 


gtgccaaggt tcataccttt 


gtggtagact 


gcagcaaccg 


agaagatatt 


300 






tacagctctg 


caaagaaggt gaaggcagaa 


attggagatg 


ttagtatttt 


agtaaataat 


360 






gctggtgtag 


tctatacatc agatttgttt 


gctacacaag 


atcctcagat 


tgaaaagact 


420 






tttgaagtta 


atgtacttgc acatttctgg 


acrtacaaagg 


catrttct:1:cc 


tgcaatgacg 


480 




5 


aagaataacc 


atggccatat tgtcactgtg 


gcttcggcag 


ctggacatgt 


ctcggtcccc 


540 






ttcttactgg 


cttactgtrtc aagcaagttt 


gctgctgttg 


gatttcataa 


aactttgaca 


600 






gatgaactgg 


ctgccttaca aataactgga 


gtcaaaacaa 


catgtctgrtg 


tcctaatttc 


660 






gtaaacactg 


gcttcatcaa aaatccaagt 


acaagtttgg 


gacccactct 


ggaacctgag 


720 






gaagtggtaa 


acaggctgat gcatgggatt 


ctgactgagc 


agaagatgat 


ttttzattcca 


780 




10 


tcttctatag 


ctttitrttaac aacat-tggaa 


aggatccttc 


crtgagcgttt 


cctggcagtt 


840 






ttaaaacgaa 


aaatcagtgt t:aagtttgal: 


gcagttattg 


gatataaaat 


gaaagcgcaa 


900 






<210> 15 
















<211> 546 












S;l 


15 


<212> DNA 












flJ 




<213> Hcmo 


sapiens 










i 1 J 




<400> 15 












£: 




atgaaaggct 


ggggttggct ggccctgctt 


ctgggggccc 


tgctgggaac 


cgcctgggct: 


60 




20 


cggaggagcc 


aggatctcca ct:gt:ggagca 


tgcagggctc 


tggtggatga 


aotagaatgg 


120 






gaaattgccc 


aggtggaccc caagaagacc 


attcagatgg 


gatctttccg 


gatcaatcca 


180 






gatggcagcc 


agtcagtggt ggaggtgcct 


tatgcccgct 


cagaggccca 


cctcacagag 


240 






ctgctggagg 


agatatgtga ccggatgaag 


gagtatgggg 


aacagattga 


tccttccacc 


300 






catcgcaaga 


actacgtacg tgtagtgggc 


cggaatggag 


aatccagtga 


actggaccta 


360 




25 


caaggcatcc 


gaatcgactc agatattagc 


ggcaccctca 


agtttgcgtg 


t:gagagcatt 


420 






gtggaggaat 


acgaggatga actcattgaa 


ttcttttccc 


gagaggctga 


caatgttaaa 


480 






gacaaacttt 


gcagtaagcg aacagatcrtt 


tgtgaccatg 


ccctgcacat 


atcgcatgat 


540 



gagcta 

30 <210> 16 
<211> 198 
<212> DNA 
<213> Homo sapiens 

35 <400> 16 
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atggaggtgg acgcaccggg tgttgatggt cgagatggtc tccgggagcg gcgaggcttt 
agcgagggag ggaggcagaa cttcgatgtg aggcctcagt ctggggcaaa tgggcttccc 
aaacactcct actggttgga cctctggcrbt ttcatccttt tcgatgtggt ggtgtttctc 
tttgtgtatt ttttgcca 



<210> 17 

<211> 549 

<212> DNA 

<213> Hono sapiens 



<400> 17 

atggcgtctc gagcaggccc gcgagcggcc ggcaccgacg gcagcgactt tcagcaccgg 60 
gagcgcgtcg ccatgcacta ccagatgagt gtgaccctca agtatgaaat caagaagctg 120 
atctacgtac atctggtcat atggctgctg ctggttgcta agatgagcgt gggacacctg 
aggctcttgt cacatgatca ggtggccatg ccctatcagt gggaataccc gtatttgctg 
agcattttgc cctctctctt gggccttctc tcctttcccc gcaacaacat tagctacctg 
gtgctctcca tgatcagcat gggactctitt tccatcgctc cactcattta tggcagcatg 
gagatgttcc ctgctgcaca gcagctcrtac cgccatggca aggcctaccg tttcctcttt 420 
ggtttttctg ccgtttccat catgtacctg gtgttggtgt tggcagtgca agtgcatgcc 480 
tggcagttgt actacagcaa gaagctccta gactcttggt tcaccagcac acaggagaag 540 
aagcataaa 



180 
240 
300 
360 



<210> 18 

<211> 972 

<212> DNA 

<213> Hcxto sapiens 



<400> 18 

atggggccct ggggagagcc agagctcctg gtgtggcgcc ccgaggcggt agcttcagag 60 

cctccagtgc ctgtggggct ggaggtgaag ttgggggccc tggtgctgct gctggtgctc 120 

accctcctct gcagcctggt gcccatctgt gtgctgcgcc ggccaggagc taaccatgaa 180 

ggctcagcrtt cccgccagaa agccctgagc crtagtaagct gtttcgcggg gggcgtcttt 240 

ttggccactt gtctcctgga cctgctgccrt gactacctgg ctgccataga tgaggccctg 300 

gcagccttgc acgtgacgct ccagttccca crtgcaagagt tcatcctggc catgggcttc 360 

ttcctggtcc tggtgatgga gcagatcaca ctggcttaca aggagcagtc agggccgtca 420 
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GCtctqqaqg 


aaacaagggc 


tctgctggga acagtgaatg 


gtgggccgca 


gcat-tggcal: 


480 


qatgggccag 


gggtcccaca 


ggcgagtgga gccccagcaa 


ccccctcagc 


cttgcgtgcc 


540 


tgtgtactgg 


tgttctccct 


ggcccrtccac tccgtgttcg 


aggggctggc 


ggtagggctg 


600 


cagcgagacc 


gggctcgggc 


catggagctg tgcctggctt 


tgcrtgctcca 


caagggcatc 


660 


ctggctgtca 


gcctgtccct 


gcggcTcguug cagagccaC'C 




rr/rt* rrrft" etrtf^"^ 
C^^O u 




ggctgtggga 


tcctcttctc 


atgcat:gaca cctctaggca 


tcgggctggg 


tgcagctctg 


780 


gcagagtcgg 


caggacctct 


gcaccagctg gcccagtctg 


tgctagaggg 


catggcagct 


840 


ggcacctttc 


"tctatatcac 


ctttctggaa atcctgcccc 


aggagctggc 


cagttctgag 


900 


caaaggatcc 


tcaaggtcat 


tctgctccta gcaggctttg 


ccctgcrtcac 


tggcctgctc 


960 


ttcatccaaa 


tc 








972 



10 

<210> 19 
□ <211> 1705 

£ <212> DNA 

15 <213> HoTOD sapiens 

J!^; <400> 19 

Iff aagaactgag gaagctcrttt ccactacggc tgtattgcac tggtgagtcc gggcccatgg 60 

1^^ atgagaaatt gatgcgagga tcaatacaag cttaatttga attaataaaa ggaaatattt 120 

p- 20 tctccctttg aacttatctc cgtaaagcca ttgtgcctcc tcttgggggt cacgtgttca 180 

N; caatca atg gcc ttt gag gag etc ttg agt caa gtt gga ggc ctt ggg 228 

% Met Ala Phe Glu Glu Leu Leu Ser Gin Val Gly Gly Leu Gly 

£ 1 5 10 

aga ttt cag atg ctt cat ctg gtt ttt att ctt ccc tct etc atg tta 276 
25 Arg Phe Gin Met Leu His Leu Val Phe lie Leu Pro Ser Leu Met Leu 
15 20 25 30 

tta ate cct cat ata ctg eta gag aae ttt get gca gcc att ect ggt 324 
Leu lie Pro His lie Leu Leu Glu Asn Phe Ala Ala Ala lie Pro Gly 
35 40 45 

30 cat cgt tgc tgg gtc eac atg ctg gac aat aat act gga tct ggt aat 372 
His Arg Cys Trp Val His Met Leu Asp Asn Asn Thr Gly Ser Gly Asn 

50 55 60 

gaa act gga ate etc agt gaa gat gee etc ttg aga ate tct ate eca 420 
Glu Thr Gly lie Leu Ser Glu Asp Ala Leu Leu Arg lie Ser He Pro 
35 65 70 75 
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17 



eta gac tea aat ctg agg cca gag aag tgt cgt cgc ttt gtc cat ccc 468 
Leu Asp Ser Asn Leu Arg Pro Glu Lys Cys Arg Arg Phe Val His Pro 

80 85 90 

cag tgg cag ctt ctt cac ctg aat ggg act ate cac age aca agt gag 516 
Gin Trp Gin Leu Leu His Leu Asn Gly Thr He His Ser Thr Ser Glu 
95 100 105 110 

gca gac aca gaa ccc tgt gtg gat gge tgg gta tat gat caa age tac 564 
Ala Asp Thr Glu Pro Cys Val Asp Gly Trp Val Tyr Asp Gin Ser Tyr 

115 120 125 

ttc ect teg ace att gtg act aag tgg gac ctg gta tgt gat tat cag 612 
Phe Pro Ser Thr He Val Thr Lys Trp Asp Leu Val Cys Asp Tyr Gin 

130 135 140 

tea ctg aaa tea gtg gtt caa ttc eta ctt ctg act gga atg ctg gtg 660 
Ser Leu Lys Ser Val Val Gin Phe Leu Leu Leu Thr Gly Met Leu Val 

145 150 155 

gga gge ate ata ggt ggc cat gtc tea gac agg tgg ctg gtg gaa tct 708 
Gly Gly He He Gly Gly His Val Ser Asp Arg Trp Leu Val Glu Ser 

160 165 170 

get egg tgg ttg ata ate aec aat aaa eta gat gag gge tta aag gca 756 
Ala Arg Trp Leu He He Thr Asn Lys Leu Asp Glu Gly Leu Lys Ala 
175 180 185 190 

ctt aga aaa gtt gca cgc aca aat gga ata aag aat get gaa gaa ace 
Leu Arg Lys Val Ala Arg Thr Asn Gly He Lys Asn Ala Glu Glu Thr 

195 200 205 

ctg aac ata gag gtt gta aga tec ace atg cag gag gag ctg gat gca 
Leu Asn He Glu Val Val Arg Ser Thr Met Gin Glu Glu Leu Asp Ala 

210 215 220 

gca cag ace aaa act act gtg tgt gac ttg ttc cgc aac ccc agt atg 
Ala Gin Thr Lys Thr Thr Val Cys Asp Leu Phe Arg Asn Pro Ser Met 

225 230 235 

cgt aaa agg ate tgt ate ctg gta ttt ttg aga aaa aaa ate tea agg 
Arg Lys Arg He Cys He Leu Val Phe Leu Arg Lys Lys He Ser Arg 

240 245 250 

aaa agg cat aaa aat gat tgc tac aca aaa gtg acc aaa ttt taagaagect 
Lys Arg His Lys Asn Asp Cys Tyr Thr Lys Val Thr Lys Phe 



804 



852 



900 



948 



1000 
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18 

255 260 265 

tcatgagctg attggtgggg aaattcagaa aaaaaaatac aggaaaagaa cacaccagaa 1060 

gggttttttt ccctacaacc agcaagaaca tatattagat acatgaatx:t caattataat 1120 

tatggcatta atttgcattt tatttcaaaa ttaacttgtg gggacatgta atctcttgag 1180 

caatctgata tttttgggaa gtcctttaaa aagttacaaa tttatcaata aattactagt 1240 

agataagatg attcagaaac aaaagaaaat cacagaatta ggatgtggct ggctggtgta 1300 

tgaagcacca tgtgatgaat tcataaagtt: gcaaaagtca aaacaatact gtacatgcaa 1360 

ccagaaatca aaataaatcc agaaatagag acctatataa atgcatttaa tacatgatac 1420 

ttttgacata ataagccatt ggaaaacgga aagattagat acrtaaataac attgactatc 1480 

tctttgtaaa tacagtcact aaatgatgtt agttactttt ccatggtgga attttaatta 1540 

ctttttcttt gtaatttttc tctctgtata ttttaaacaa atagctggta tagtttacaa 1600 

tatrtataaag atattgttca aattgaaggg caaaggccag gttcagcaat tttcaaactg 1660 

tatgtacatt taataaaata actataaatt aaaaaattat atttc 1705 

<210> 20 
<211> 268 
<212> PRT 

<213> HcniD sapiens 
<400> 20 

Met Ala Phe Glu Glu Leu Leu Ser Gin Val Gly Gly Leu Gly 
15 10 
Arg Phe Gin Met Leu His Leu Val Phe He Leu Pro Ser Leu Met l^u 
15 20 25 30 

Leu He Pro His He Leu Leu Glu Asn Phe Ala Ala Ala He Pro Gly 

35 40 45 

His Arg Cys Trp Val His Met Leu Asp Asn Asn Thr Gly Ser Gly Asn 

50 55 60 

Glu Thr Gly He Leu Ser Glu Asp Ala Leu Leu Arg He Ser He Pro 

65 70 75 

Leu Asp Ser Asn Leu Arg Pro Glu Lys Cys Arg Arg Phe Val His Pro 

80 85 90 

Gin Trp Gin Leu Leu His Leu Asn Gly Thr He His Ser Thr Ser Glu 
95 100 105 110 

Ala Asp Thr Glu Pro Cys Val Asp Gly Trp Val Tyr Asp Gin Ser Tyr 
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115 120 125 

Phe Pro Ser Thr He Val Thr Lys Trp Asp Leu Val Cys Asp Tyr Gin 

130 135 140 

Ser Leu Lys Ser Val Val Gin Phe Leu Leu Leu Thr Gly Met leu Val 

145 150 155 

Gly Gly He He Gly Gly His Val Ser Asp Arg Trp Leu Val Glu Ser 

160 165 170 

Ala Arg Trp Leu He He Thr Asn Lys Leu Asp Glu Gly Leu Lys Ala 
175 180 185 190 

Leu Arg Lys Val Ala Arg Thr Asn Gly He Lys Asn Ala Glu Glu Thr 

195 200 205 

Leu Asn He Glu Val Val Arg Ser Thr Met Gin Glu Glu Leu Asp Ala 

210 215 220 

Ala Gin Thr Lys Thr Thr Val Cys Asp Leu Phe Arg Asn Pro Ser Met 

225 230 235 

Arg Lys Arg He Cys He Leu Val Phe Leu Arg Lys Lys He Ser Arg 

240 245 250 

Lys Arg His Lys Asn Asp Cys Tyr Thr Lys Val Thr Lys Phe 
255 260 265 

<210> 21 

<211> 1759 

<212> DNA 

<213> Homo sapiens 

<400> 21 

agtcagtctg tcggagtctg tcctcggagc aggcggagta aagggacttg agcgagccag 60 
ttgccggatt attctatttc ccctccctct ctcccgcccc gtatctcttt tcacccttct 120 
cccaccctcg ctcgcgtagc c atg gcg gag ccg teg gcg gcc act cag tec 171 

Met Ala Glu Pro Ser Ala Ala Thr Gin Ser 
15 10 
cat tec ate tec teg teg tec tte gga gee gag ccg tec gcg ecc ggc 219 
His Ser He Ser Ser Ser Ser Phe Gly Ala Glu Pro Ser Ala Pro Gly 

15 20 25 

ggc ggc ggg age eca gga gee tgc ecc gee etg ggg acg aag age tgc 267 
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20 



459 



507 



Gly Gly Gly Ser Pro Gly Ala Cys Pro Ala Leu Gly Thr Lys Ser Cys 

30 35 40 

age tec tec tgt gcg gtg cac gat ctg att ttc tgg aga gat gtg aag 315 
Ser Ser Ser Cys Ala Val His Asp Leu He Phe Trp Arg Asp Val Lys 

45 50 55 

aag act ggg ttt gtc ttt ggc acc acg ctg ate atg ctg ctt tec ctg 363 
Lys Thr Gly Phe Val Phe Gly Thr Thr Leu He Met Leu Leu Ser Leu 

60 65 70 

gca get ttc agt gtc ate agt gtg gtt tet tac etc ate ctg get ctt 411 
Ala Ala Phe Ser Val He Ser Val Val Ser Tyr Leu He Leu Ala I^u 
75 80 85 90 

etc tet gtc ace ate age ttc agg ate tac aag tec gtc ate caa get 
Leu Ser Val Thr He Ser Phe Arg He Tyr Lys Ser Val He Gin Ala 

95 100 105 

gta cag aag tea gaa gaa ggc cat eca ttc aaa gee tac ctg gae gta 
Val Gin Lys Ser Glu Glu Gly His Pro Phe Lys Ala Tyr Leu Asp Val 

110 115 120 

gac att act ctg tec tea gaa get ttc cat aat tac atg aat get gee 555 
Asp He Thr Leu Ser Ser Glu Ala Phe His Asn Tyr Met Asn Ala Ala 

125 130 135 

atg gtg cac ate aac agg gee ctg aaa etc att att egt etc ttt ctg 603 
Met Val His He Asn Arg Ala Leu Lys Leu He He Arg Leu Phe I^u 

140 145 150 

gta gaa gat ctg gtt gac tec ttg aag ctg get gtc ttc atg tgg ctg 651 
Val Glu Asp Leu Val Asp Ser Leu Lys Leu Ala Val Phe Met Trp Leu 
155 160 165 170 

atg acc tat gtt ggt get gtt ttt aac gga ate ace ctt eta att ctt 699 
Met Thr Tyr Val Gly Ala Val Phe Asn Gly He Thr Leu Leu He I^u 

175 180 185 

get gaa ctg etc att ttc agt gtc ccg att gtc tat gag aag tac aag 747 
Ala Glu Leu Leu He Phe Ser Val Pro He Val Tyr Glu Lys Tyr Lys 

190 195 200 

acc cag att gat cac tat gtt ggc ate gee ega gat cag ace aag tea 795 
Thr Gin He Asp His Tyr Val Gly He Ala Arg Asp Gin Thr Lys Ser 
205 210 215 
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att gtt: gaa aag ate caa gca aaa etc cct gga ate gcc aaa aaa aag 843 
He Val Glu Lys He Gin Ala Lys Leu Pro Gly He Ala Lys Lys Lys 

220 225 230 

gca gaa taagtacatg gaaaccagaa atgcaacagt tactaaaaca ccatttaata g 900 



Zi'l a m n 


























crtt act tort a 


ctatciaaaca 


aaatactcag tgtcagcttg 


agcctgcatt 


960 


^^dd^u. u U L. 


l-tttta attt 


acrt crttt tct 


cccatccttt ccctttaacc 


ctcagtatca 


1020 


a/f/*^a^sa ASS 3 
agCaC adaa a 




fi?4 1" a a ;5 a cf aa 


ctatcttaga actcagaaga 


agaaagaatc 


1080 


a,acLU uCa.Ca,g 


rra a a rT+"0 5* a 


+- a r*r^"t~ P a "t" cf 


ortaatacracic ctttacctcrt 


agcttgaaag 


1140 




rrrrs^ rrrrt" ^ rtfl 

U^d^^ wdd^Cl 


rr A cT A a a at era 


aaaaacacct ctaacrtcctt 


ctgtccagtt 


1200 


ttcagcacta 


gtcttactca 


gc t a ucc a c u 


d udgr. u L.x.g^ l. udd^dd^ 


u wd i»u a L> L>dd 




cttatgaaaa 


aattatttgg 


ggacaggagt 


gtgatacctt ccttggtttt 


tttttgcagc 


1320 


cctcaaatcc 


tatcttcctg 


ccccacaatg 


tgagcagcta cccctgatac 


tccttttctt 


1380 


taatgattta 


actatcaact 


tgataaataa 


cttataggtg atagtgataa 


ttcctgattc 


1440 


caagaatgcc 


atctgataaa 


aaagaataga 


aatggaaagt gggactgaga 


gggagtcagc 


1500 


aggcatgctg 


cggtggcggt 


cactccctct 


gccactatcc ccagggaagg 


aaaggctccg 


1560 


ccatttggga 


aagtggtttc 


tacgtcactg 


gacaccggtt ctgagcatta 


gtttgagaac 


1620 


tcgttcccga 


atgtgctttc 


ctccctctcc 


cctgcccacc tcaagtttaa 


taaataaggt 


1680 


tgtacttttc 


ttactataaa 


ataaatgtct 


gtaactgctg tgcactgctg 


taaacttgtt 


1740 


agagaaaaaa 


ataacctgc 








1759 



<210> 22 
<211> 236 
<212> PRT 

<213> Hcroo sapiens 



<400> 22 

Met Ala Glu Pro Ser Ala Ala Thr Gin Ser 
15 10 
His Ser He Ser Ser Ser Ser Phe Gly Ala Glu Pro Ser Ala Pro Gly 

15 20 25 

Gly Gly Gly Ser Pro Gly Ala Cys Pro Ala Leu Gly Thr Lys Ser Cys 

30 35 40 

Ser Ser Ser Cys Ala Val His Asp Leu He Phe Trp Arg Asp Val Lys 
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45 50 55 

Lys Thr Gly Phe Val Phe Gly Thr Thr Leu He Met Leu Leu Ser Leu 

60 65 70 

Ala Ala Phe Ser Val He Ser Val Val Ser Tyr Leu He Leu Ala I^u 
75 80 85 90 

Leu Ser Val Thr He Ser Phe Arg He Tyr Lys Ser Val He Gin Ala 

95 100 105 

Val Gin Lys Ser Glu Glu Gly His Pro Phe Lys Ala Tyr Leu Asp Val 

110 115 120 

Asp He Thr Leu Ser Ser Glu Ala Phe His Asn Tyr Met Asn Ala Ala 

125 130 135 

Met Val His He Asn Arg Ala Leu Lys Leu He He Arg Leu Phe I^u 

140 145 150 

Val Glu Asp Leu Val Asp Ser Leu Lys Leu Ala Val Phe Met Trp teu 
155 160 165 170 

Met Thr Tyr Val Gly Ala Val Phe Asn Gly He Thr Leu Leu He I^u 

175 180 185 

Ala Glu Leu Leu He Phe Ser Val Pro He Val Tyr Glu Lys Tyr Lys 

190 195 200 

Thr Gin He Asp His Tyr Val Gly He Ala Arg Asp Gin Thr Lys Ser 

205 210 215 

He Val Glu Lys He Gin Ala Lys Leu Pro Gly He Ala Lys Lys Lys 

220 225 230 

Ala Glu 
235 

<210> 23 

<211> 1069 

<212> DNA 

<213> Hato sapiens 

<400> 23 

agtggaagac caggcagccc agctgaaggc agtaagctcg gctcacagtc gcaggagagt 60 

tctggggtac acgggcaaag gggcttgaga aggcccggag gcgaagccga agagaagcaa 120 

ctgtgccccg gagaagagaa gctcgcccat tccagactgg gaaccagctt tcagtgaag 179 
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23 

atg gca ggg cca gaa ctg ttg etc gac tec aac ate cgc etc tgg gtg 227 
Met Ala Gly Pro Glu Leu Leu Leu Asp Ser Asn lie Arg Leu Trp Val 

15 10 15 

gtc eta cee ate gtt ate ate act tte tte gta ggc atg ate cgc cac 275 
Val Leu Pro lie Val He He Thr Phe Phe Val Gly Met He Arg His 

20 25 30 

tac gtg tec ate ctg ctg cag age gac aag aag etc ace cag gaa caa 323 
Tyr Val Ser He Leu Leu Gin Ser Asp Lys Lys Leu Thr Gin Glu Gin 

35 40 45 

gta tet gac agt caa gtc eta att cga age aga gtc etc agg gaa aat 371 
Val Ser Asp Ser Gin Val Leu He Arg Ser Arg Val Leu Arg Glu Asn 

50 55 60 

gga aaa tac att ccc aaa cag tet tte ttg aca cga aaa tat tat tte 419 
Gly Lys Tyr He Pro Lys Gin Ser Phe Leu Thr Arg Lys Tyr Tyr Phe 
65 70 75 80 

aac aac cca gag gat gga ttt tte aaa aaa act aaa egg aag gta gtg 467 
Asn Asn Pro Glu Asp Gly Phe Phe Lys Lys Thr Lys Arg Lys Val Val 

85 90 95 

cca ect tet ect atg act gat ect act atg ttg aca gac atg atg aaa 515 
Pro Pro Ser Pro Met Thr Asp Pro Thr Met Leu Thr Asp Met Met Lys 

100 105 110 

ggg aat gta aca aat gtc etc ect atg att ctt att ggt gga tgg ate 563 
Gly Asn Val Thr Asn Val Leu Pro Met He Leu He Gly Gly Trp He 

115 120 125 

aac atg aca tte tea ggc ttt gtc aea ace aag gtc cca ttt cca ctg 611 
Asn Met Thr Phe Ser Gly Phe Val Thr Thr Lys Val Pro Phe Pro Leu 

130 135 140 

ace etc cgt ttt aag ect atg tta cag caa gga ate gag eta etc aca 659 
Thr Leu Arg Phe Lys Pro Met Leu Gin Gin Gly He Glu Leu Leu Thr 
145 150 155 160 

tta gat gca tee tgg gtg agt tet gca tec tgg tac tte etc aat gta 707 
Leu Asp Ala Ser Trp Val Ser Ser Ala Ser Trp Tyr Phe Leu Asn Val 

165 170 175 

ttt ggg ctt egg age att tac tet ctg att ctg ggc caa gat aat gee 755 
Phe Gly Leu Arg Ser He Tyr Ser Leu He Leu Gly Gin Asp Asn Ala 
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180 185 190 

get gac caa tea cga atg atg cag gag cag atg acg gga gca gcc atg 
Ala Asp Gin Ser Arg Met Met Gin Glu Gin Met Thr Gly Ala Ala Met 

195 200 205 

gcc atg ccc gca gac aca aac aaa get ttc aag aca gag tgg gaa get 
Ala Met Pro Ala Asp Thr Asn Lys Ala Phe Lys Thr Glu Trp Glu Ala 

210 215 220 

ttg gag ctg acg gat cac cag tgg gca eta gat gat gte gaa gaa gag 
Leu Glu Leu Thr Asp His Gin Trp Ala Leu Asp Asp Val Glu Glu Glu 
225 230 235 240 

etc atg gcc aaa gac etc cac ttc gaa ggc atg ttc aaa aag gaa tta 
Leu Met Ala Lys Asp Leu His Phe Glu Gly Met Phe Lys Lys Glu Leu 

245 250 255 

cag acc tct att ttt tgaagaccga geagggatta gctgtgtcag gaacttgg 
Gin Thr Ser lie Phe 
260 

agttgeactt aaeettgtaa etttgtttgg agctggcaee tettgaaata aaaaggagga 
tgcacgagc 



803 



851 



899 



947 



1000 



1060 
1069 



<210> 24 

<211> 261 

<212> PRT 

<213> Hcno sapiens 



<400> 24 

Met Ala Gly Pro Glu Leu Leu Leu Asp Ser Asn lie Arg Leu Trp Val 

1 5 10 15 

Val Leu Pro lie Val lie lie Thr Phe Phe Val Gly Met lie Arg His 

20 25 30 

Tyr Val Ser lie Leu Leu Gin Ser Asp Lys Lys Leu Thr Gin Glu Gin 

35 40 45 

Val Ser Asp Ser Gin Val Leu lie Arg Ser Arg Val Leu Arg Glu Asn 

50 55 60 

Gly Lys Tyr lie Pro Lys Gin Ser Phe Leu Thr Arg Lys Tyr Tyr Phe 
65 70 75 80 
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Asn Asn Pro Glu Asp Gly Phe Phe Lys Lys Thr Lys Arg Lys Val Val 

85 90 95 

Pro Pro Ser Pro Met Thr Asp Pro Thr Met Leu Thr Asp Met Met Lys 

100 105 110 

Gly Asn Val Thr Asn Val Leu Pro Met lie Leu He Gly Gly Trp He 

115 120 125 

Asn Met Thr Phe Ser Gly Phe Val Thr Thr Lys Val Pro Phe Pro Leu 

130 135 140 

Thr Leu Arg Phe Lys Pro Met Leu Gin Gin Gly He Glu Leu Leu Thr 
145 150 155 160 

Leu Asp Ala Ser Trp Val Ser Ser Ala Ser Trp Tyr Phe Leu Asn Val 

165 , 170 175 

Phe Gly Leu Arg Ser He Tyr Ser Leu He Leu Gly Gin Asp Asn Ala 

180 185 190 

Ala Asp Gin Ser Arg Met Met Gin Glu Gin Met Thr Gly Ala Ala Met 

195 200 205 

Ala Met Pro Ala Asp Thr Asn Lys Ala Phe Lys Thr Glu Trp Glu Ala 

210 215 220 

Leu Glu Leu Thr Asp His Gin Trp Ala Leu Asp Asp Val Glu Glu Glu 
225 230 235 240 

Leu Met Ala Lys Asp Leu His Phe Glu Gly Met Phe Lys Lys Glu Leu 

245 250 255 

Gin Thr Ser He Phe 
260 

<210> 25 

<211> 1759 

<212> DNA 

<213> Hcxno sapiens 

<400> 25 

attgtgcagc aggcgggccc ccgcgcggca gggccctgga cccgcgcggc tcccgggg 58 
atg gtg age aag gcg ctg ctg cgc etc gtg tot gcc gtc aac cgc agg 
Met Val Ser Lys Ala Leu Leu Arg Leu Val Ser Ala Val Asn Arg Arg 
15 10 15 



106 
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26 



202 



250 



298 



346 



394 



agg atg aag ctg ctg ctg ggc ate gcc ttg ctg gcc tac gtc gcc tct 154 
Arg Met Lys Leu lisu Leu Gly lie Ala Leu Leu Ala Tyr Val Ala Ser 

20 25 30 

gtt tgg ggc aac ttc gtt aat atg age ttt eta etc aac agg tct ate 
Val Trp Gly Asn Phe Val Asn Met Ser Phe. Leu I^u Asn Arg Ser He 

35 40 45 

cag gaa aat ggt gaa eta aaa att gaa age aag att gaa gag atg gtt 
Gin Glu Asn Gly Glu Leu Lys He Glu Ser Lys He Glu Glu Met Val 

50 55 60 

gaa cca eta aga gag aaa ate aga gat tta gaa aaa age ttt ace eag 
Glu Pro Leu Arg Glu Lys He Arg Asp Leu Glu Lys Ser Phe Thr Gin 
65 70 75 80 

aaa tac eea cea gta aag ttt tta tea gaa aag gat egg aaa aga att 
Lys Tyr Pro Pro Val Lys Phe Leu Ser Glu Lys Asp Arg Lys Arg He 

85 90 95 

ttg ata aea gga ggc gca ggg ttc gtg ggc tec cat eta act gac aaa 
Leu He Thr Gly Gly Ala Gly Phe Val Gly Ser His Leu Thr Asp Lys 

100 105 110 

etc atg atg gac ggc cac gag gtg ace gtg gtg gac aat ttc ttc aeg 442 
Leu Met Met Asp Gly His Glu Val Thr Val Val Asp Asn Phe Phe Thr 

115- 120 125 

ggc agg aag aga aac gtg gag cac tgg ate gga eat gag aac ttc gag 490 
Gly Arg Lys Arg Asn Val Glu His Trp He Gly His Glu Asn Phe Glu 

130 135 140 

ttg att aac cac gac gtg gtg gag ccc etc tac ate gag ggc gtg gaa 538 
Leu He Asn His Asp Val Val Glu Pro Leu Tyr He Glu Gly Val Glu 
145 150 155 160 

gtg cga gtg gee aga ate ttc aac ace ttt ggg cca cgc atg cac atg 
Val Arg Val Ala Arg He Phe Asn Thr Phe Gly Pro Arg Met His Met 

165 170 175 

aac gat ggg cga gta gtc age aac ttc ate ctg cag gcg etc cag ggg 
Asn Asp Gly Arg Val Val Ser Asn Phe He Leu Gin Ala Leu Gin Gly 

180 185 190 

gag cca etc acg gta tac gga tec ggg tct cag aea agg gcg ttc cag 
Glu Pro Leu Thr Val Tyr Gly Ser Gly Ser Gin Thr Arg Ala Phe Gin 



586 



634 



682 



wo 99/55862 




PCT/JP99/02226 



195 200 205 

tac gtc age gat eta gtg aat ggc etc gtg get etc atg aac age aac 730 
Tyr Val Ser Asp Leu Val Asn Gly Leu Val Ala Leu Met Asn Ser Asn 

210 215 220 

gtc age age ceg gtc aac ctg ggg aac cca gaa gaa cac aca ate eta 778 
Val Ser Ser Pro Val Asn Leu Gly Asn Pro Glu Glu His Thr He I^u 
225 230 235 240 

gaa ttt get cag tta att aaa aac ett gtt ggt age gga agt gaa att 
Glu Phe Ala Gin Leu He Lys Asn Leu Val Gly Ser Gly Ser Glu He 

245 250 255 

cag ttt etc tec gaa gcc cag gat gae cca cag aaa aga aaa cca gae 
Gin Phe Leu Ser Glu Ala Gin Asp Asp Pro Gin Lys Arg Lys Pro Asp 

260 265 270 

ate aaa aaa gca aag ctg atg ctg ggg tgg gag ccc gtg gtc ceg ctg 
He Lys Lys Ala Lys Leu Met Leu Gly Trp Glu Pro Val Val Pro I^u 

275 280 285 

gag gaa ggt tta aac aaa gca att cac tac ttc egt aaa gaa etc gag 
Glu Glu Gly Leu Asn Lys Ala He His Tyr Phe Arg Lys Glu Leu Glu 

290 295 300 

tac cag gca aat aat cag tac ate ccc aaa cca aag cct gcc aga ata 
Tyr Gin Ala Asn Asn Gin Tyr He Pro Lys Pro Lys Pro Ala Arg He 
305 310 315 320 

aag aaa gga egg act cgc cac age tgaactcctc acttttagga cacaagac 
Lys Lys Gly Arg Thr Arg His Ser 
325 

taccattgta eacttgatgg gatgtatttt tggctttttt ttgttgtcgt ttaaagaaag 1130 
actttaacag gtgtcatgaa gaacaaactg gaatttcatt ctgaagcttg ctttaatgaa 1190 
atggatgtge ctaaaagctc ecctcaaaaa actgeagatt ttgeettgea ctttttgaat 1250 
etetcttttt atgtaaaata gcgtagatgc atctctgcgt attttcaagt ttttttatct 1310 
tgctgtgaga gcatatgttg tgactgtcgt tgacagtttt atttactggt ttetttgtga 1370 
agctgaaaag gaacattaag cgggacaaaa aatgccgatt ttatttataa aagtgggtae 1430 
ttaataaatg agtcgttata etatgeataa agaaaaatcc tagcagtatt gtcaggtggt 1490 
ggtgcgccgg cattgatttt agggcagata aaagaattet gtgtgagagc tttatgtttc 1550 
tcttttaatt cagagttttt ecaaggtcta ettttgagtt gcaaacttga ctttgaaata 1610 
ttcctgttgg tcatgatcaa ggatatttga aatcactact gtgttttgct gcgtatctgg 1670 



826 



874 



922 



970 
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1070 



wo 99/55862 W W PCT/JP99/02226 



28 



ggcgggggca ggttgggggg cacaaagtta acatattctt ggttaaccat ggttaaatat 1730 
gctatt:ttaa taaaatattg aaactcacc 1759 

<210> 26 
<211> 328 
<212> PRT 

<213> Hano sapiens 
<400> 26 

Met Val Ser Lys Ala Leu Leu Arg Leu Val Ser Ala Val Asn Arg Arg 

15 10 15 

Arg Met Lys Leu Leu Leu Gly lie Ala Leu Leu Ala Tyr Val Ala Ser 

20 25 30 

Val Trp Gly Asn Phe Val Asn Met Ser Phe Leu Leu Asn Arg Ser He 

35 40 45 

Gin Glu Asn Gly Glu Leu Lys He Glu Ser Lys He Glu Glu Met Val 

50 55 60 

Glu Pro Leu Arg Glu Lys He Arg Asp Leu Glu Lys Ser Phe Thr Gin 
65 70 75 80 

Lys Tyr Pro Pro Val Lys Phe Leu Ser Glu Lys Asp Arg Lys Arg He 

85 90 95 

Leu He Thr Gly Gly Ala Gly Phe Val Gly Ser His Leu Thr Asp Lys 

100 105 110 

Leu Met Met Asp Gly His Glu Val Thr Val Val Asp Asn Phe Phe Thr 

115 120 125 

Gly Arg Lys Arg Asn Val Glu His Trp He Gly His Glu Asn Phe Glu 

130 135 140 

Leu He Asn His Asp Val Val Glu Pro Leu Tyr He Glu Gly Val Glu 
145 150 155 160 

Val Arg Val Ala Arg He Phe Asn Thr Phe Gly Pro Arg Met His Met 

165 170 175 

Asn Asp Gly Arg Val Val Ser Asn Phe He Leu Gin Ala Leu Gin Gly 

180 185 190 

Glu Pro Leu Thr Val Tyr Gly Ser Gly Ser Gin Thr Arg Ala Phe Gin 
195 200 205 
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Tyr Val Ser Asp Leu Val Asn Gly Leu Val Ala Leu Met Asn Sex Asn 

210 215 220 

Val Ser Ser Pro Val Asn Leu Gly Asn Pro Glu Glu His Thr He I^u 
225 230 235 240 

Glu Phe Ala Gin Leu He Lys Asn Leu Val Gly Ser Gly Ser Glu He 

245 250 255 

Gin Phe Leu Ser Glu Ala Gin Asp Asp Pro Gin Lys Arg Lys Pro Asp 

260 265 270 

He Lys Lys Ala Lys Leu Met Leu Gly Trp Glu Pro Val Val Pro Leu 

275 280 285 

Glu Glu Gly Leu Asn Lys Ala He His Tyr Phe Arg Lys Glu Leu Glu 

290 295 300 

Tyr Gin Ala Asn Asn Gin Tyr He Pro Lys Pro Lys Pro Ala Arg He 
305 310 315 320 

Lys Lys Gly Arg Thr Arg His Ser 
325 

<210> 27 

<211> 1697 

<212> DNA 

<213> Hctno sapiens 

<400> 27 

aaaaggatac gggagttcct ccttgctctc gcccctactc tttctggtgt tagatcgagc 60 
taccctctaa aagcagttta gagtggtaaa aaaaaaaaaa aacacaccaa acgctcgcag 120 
ccacaaaagg g atg aaa ttt ctt ctg gac ate etc ctg ctt etc ccg tta 170 
Met Lys Phe Leu Leu Asp He Leu Leu Leu Leu Pro Leu 
15 10 
ctg ate gtc tgc tec eta gag tec ttc gtg aag ctt ttt att cct aag 218 
Leu He Val Cys Ser Leu Glu Ser Phe Val Lys Leu Phe He Pro Lys 

15 20 25 

agg aga aaa tea gtc acc ggc gaa ate gtg ctg att aca gga get ggg 266 
Arg Arg Lys Ser Val Thr Gly Glu He Val Leu He Thr Gly Ala Gly 
30 35 40 45 

cat gga att ggg aga ctg act gee tat gaa ttt get aaa ctt aaa age 314 
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His Gly lie Gly Arg Leu Thr Ala Tyr Glu Phe Ala Lys Leu Lys Ser 

50 55 60 

aag ctg gtt etc tgg gat ata aat aag cat gga ctg gag gaa aca get 
Lys Leu Val Leu Trp Asp He Asn Lys His Gly l«u Glu Glu Thr Ala 

65 70 75 

gcc aaa tgc aag gga ctg ggt gcc aag gtt cat acc ttt gtg gta gac 
Ala Lys Cys Lys Gly Leu Gly Ala Lys Val His Thr Phe Val Val Asp 

80 85 90 

tgc age aac ega gaa gat att tae age tct gca aag aag gtg aag gea 
Cys Ser Asn Arg Glu Asp He Tyr Ser Ser Ala Lys Lys Val Lys Ala 

95 100 105 

gaa att gga gat gtt agt att tta gta aat aat get ggt gta gtc tat 
Glu He Gly Asp Val Ser He Leu Val Asn Asn Ala Gly Val Val Tyr 
110 115 120 125 

aca tea gat ttg ttt get aca caa gat ect cag att gaa aag act ttt 
Thr Ser Asp Leu Phe Ala Thr Gin Asp Pro Gin He Glu Lys Thr Phe 

130 135 140 

gaa gtt aat gta ctt gca cat ttc tgg act aca aag gea ttt ctt cct 
Glu Val Asn Val Leu Ala His Phe Trp Thr Thr Lys Ala Phe leu Pro 

145 150 155 

gea atg acg aag aat aac cat ggc cat att gtc act gtg get teg gca 
Ala Met Thr Lys Asn Asn His Gly His He Val Thr Val Ala Ser Ala 

160 165 170 

get gga eat gte teg gtc ccc ttc tta ctg get tae tgt tea age aag 
Ala Gly His Val Ser Val Pro Phe Leu leu Ala Tyr Cys Ser Ser Lys 

175 180 185 

ttt get get gtt gga ttt cat aaa act ttg aca gat gaa ctg get gee 
Phe Ala Ala Val Gly Phe His Lys Thr Leu Thr Asp Glu Leu Ala Ala 
190 195 200 205 

tta caa ata act gga gte aaa aca aca tgt ctg tgt ect aat ttc gta 
Leu Gin He Thr Gly Val Lys Thr Thr Cys Leu Cys Pro Asn Phe Val 

210 215 220 

aac act ggc ttc ate aaa aat eea agt aca agt ttg gga ccc act ctg 
Asn Thr Gly Phe He Lys Asn Pro Ser Thr Ser Leu Gly Pro Thr Leu 
225 230 235 
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938 



986 



1031 



1090 



gaa cat gag gaa gtg gta aac agg ctg atg cat ggg att ctg act gag 890 
Glu Pro GIu Glu val Val Asn Arg Leu Met His Gly He Leu Thr Glu 

240 245 250 

cag aag atg att ttt att cca tct tct ata get ttt tta aca aca ttg 
Gin Lys Met He Phe He Pro Ser Ser He Ala Phe Leu Thr Thr I^u 

255 260 265 

gaa agg ate ctt cct gag cgt ttc ctg gca gtt tta aaa cga aaa ate 
Glu Arg He Leu Pro Glu Arg Phe Leu Ala Val Leu Lys Arg Lys He 
270 275 280 285 

agt gtt aag ttt gat gca gtt att gga tat aaa atg aaa gcg caa 
ser val Lys Phe Asp Ala Val He Gly Tyr Lys Met Lys Ala Gin 
290 295 300 

taagcacct agttttctga aaactgattt accaggttta ggttgatgtc atctaatagt 
gccagaattt taatgtttga acttctgttt tttctaatta tccccatttc ttcaatatca 1150 
tttttgaggc tttggcagtc ttcatttact accacttgtt ctttagccaa aagctgatta 1210 
catatgatat aaacagagaa atacctttag aggtgacttt aaggaaaatg aagaaaaaga 1270 
accaaaatga ctttattaaa ataatttcca agattatttg tggctcacct gaaggctttg 1330 
caaaatttgt accataaccg tttatttaac atatattttt atttttgatt gcacttaaat 1390 
tttgtataat ttgtgtttct ttttctgttc tacataaaat cagaaacttc aagctctcta 1450 
aataaaatga aggactatat ctagtggtat ttcacaatga atatcatgaa ctctcaatgg 1510 
gtaggtttca tcctacccat tgccactctg tttcctgaga gatacctcac attccaatgc 1570 
caaacatttc tgcacaggga agctagaggt ggatacacgt gttgcaagta taaaagcatc 1630 
actgggattt aaggagaatt gagagaatgt acccacaaat ggcagcaata ataaatggat 1690 
cacactt 

<210> 28 
<211> 300 
<212> PRT 
<213> Homo sapiens 

<400> 28 

Met Lys Phe Leu Leu Asp He Leu Leu leu leu Pro leu 
15 10 
Leu He Val Cys Ser Leu Glu Ser Phe Val Lys leu Phe He Pro Lys 
15 20 25 
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Arg Arg Lys Ser Val Thr Gly Glu lie Val Leu He Thr Gly Ala Gly 
30 35 40 45 

His Gly He Gly Arg Leu Thr Ala Tyr Glu Phe Ala Lys Leu Lys Ser 
50 55 60 

5 Lys Leu Val Leu Trp Asp He Asn Lys His Gly Leu Glu Glu Thr Ala 

65 70 75 

Ala Lys Cys Lys Gly Leu Gly Ala Lys Val His Thr Phe Val Val Asp 

80 85 90 

Cys Ser Asn Arg Glu Asp He Tyr Ser Ser Ala Lys Lys Val Lys Ala 
10 95 100 105 

Glu He Gly Asp Val Ser He Leu Val Asn Asn Ala Gly Val Val Tyr 
110 115 120 125 

Thr Ser Asp Leu Phe Ala Thr Gin Asp Pro Gin He Glu Lys Thr Phe 
130 135 140 

15 Glu Val Asn Val Leu Ala His Phe Trp Thr Thr Lys Ala Phe Leu Pro 

145 150 155 

Ala Met Thr Lys Asn Asn His Gly His He Val Thr Val Ala Ser Ala 

160 165 170 

Ala Gly His Val Ser Val Pro Phe Leu Leu Ala Tyr Cys Ser Ser Lys 
20 175 180 185 

Phe Ala Ala Val Gly Phe His Lys Thr Leu Thr Asp Glu Leu Ala Ala 
190 195 200 205 

Leu Gin He Thr Gly Val Lys Thr Thr Cys Leu Cys Pro Asn Phe Val 
210 215 220 

25 Asn Thr Gly Phe He Lys Asn Pro Ser Thr Ser I^u Gly Pro Thr Leu 

225 230 235 

Glu Pro Glu Glu Val Val Asn Arg Leu Met His Gly He Leu Thr Glu 

240 245 250 

Gin Lys Met He Phe He Pro Ser Ser He Ala Phe Leu Thr Thr Leu 
30 255 260 265 

Glu Arg He Leu Pro Glu Arg Phe Leu Ala Val Leu Lys Arg Lys He 
270 275 280 285 

Ser Val Lys Phe Asp Ala Val He Gly Tyr Lys Met Lys Ala Gin 
290 295 300 
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<210> 29 
<211> 814 
<212> DNA 
<213> HcsTD sapiens 

<400> 29 

agaatcccgg acagccctgc tccctgcagc caggtgtagt ttcgggagcc actggggcca 
aagtgagagt ccagcggtct tccagcgctt gggccacggc ggcggccctg ggagcagagg 120 
tggagcgacc ccattacgct aaag atg aaa ggc tgg ggt tgg ctg gcc ctg 171 

Met Lys Gly Trp Gly Trp Leu Ala Leu 
1 5 

ctt ctg ggg gcc ctg ctg gga acc gcc tgg get egg agg age cag gat 219 
Leu Leu Gly Ala Leu Leu Gly Thr Ala Trp Ala Arg Arg Ser Gin Asp 
10 15 20 25 

etc cac tgt gga gca tgc agg get ctg gtg gat gaa eta gaa tgg gaa 267 
Leu His Cys Gly Ala Cys Arg Ala Leu Val Asp Glu Leu Glu Trp Glu 

30 35 40 

att gcc cag gtg gac ecc aag aag acc att cag atg gga tet ttc egg 315 
He Ala Gin Val Asp Pro Lys Lys Thr He Gin Met Gly Ser Phe Arg 

45 50 55 

ate aat cca gat ggc age cag tea gtg gtg gag gtg cet tat gee cgc 363 
He Asn Pro Asp Gly Ser Gin Ser Val Val Glu Val Pro Tyr Ala Arg 

60 65 70 

tea gag gcc cac etc aca gag ctg ctg gag gag ata tgt gac egg atg 411 
Ser Glu Ala His Leu Thr Glu Leu Leu Glu Glu He Cys Asp Arg Met 

75 80 85 

aag gag tat ggg gaa cag att gat cet tec acc cat cgc aag aac tac 
Lys Glu Tyr Gly Glu Gin He Asp Pro Ser Thr His Arg Lys Asn Tyr 
90 95 100 105 

gta cgt gta gtg ggc egg aat gga gaa tec agt gaa ctg gac eta caa 
Val Arg Val Val Gly Arg Asn Gly Glu Ser Ser Glu Leu Asp I^u Gin 

110 115 120 

ggc ate ega ate gac tea gat att age ggc acc etc aag ttt gcg tgt 555 
Gly He Arg He Asp Ser Asp He Ser Gly Thr I^u Lys Phe Ala Cys 
125 130 135 
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gag age att gtg gag gaa tac gag gat gaa etc att gaa ttc ttt tec 603 
Glu Ser He Val Glu Glu Tyr Glu Asp Glu Leu He Glu Phe Phe Ser 

140 145 150 

cga gag get gac aat gtt aaa gac aaa ctt tgc agt aag ega aca gat 
Arg Glu Ala Asp Asn Val Lys Asp Lys Leu Cys Ser Lys Arg Thr Asp 

155 160 165 

ctt tgt gac cat gee etg cae ata teg cat gat gag eta tgaaccactg 
Leu Cys Asp His Ala Leu His He Ser His Asp Glu Leu 
170 175 180 

gagcagccca cactggcttg atggatcacc cecaggaggg gaaaatggtg gcaatgcctt 760 
ttatatatta tgtttttact gaaattaact gaaaaaatat gaaaccaaaa gtac 814 

<210> 30 
<211> 182 
<212> PRT 

<213> Homo sapiens 
<400> 30 

Met Lys Gly Trp Gly Trp Leu Ala Leu 
1 5 
Leu Leu Gly Ala Leu Leu Gly Thr Ala Trp Ala Arg Arg Ser Gin Asp 
10 15 20 25 

Leu His Cys Gly Ala Cys Arg Ala Leu Val Asp Glu Leu Glu Trp Glu 

30 35 40 

He Ala Gin Val Asp Pro Lys Lys Thr He Gin Met Gly Ser Phe Arg 

45 50 55 

He Asn Pro Asp Gly Ser Gin Ser Val Val Glu Val Pro Tyr Ala Arg 

60 65 70 

Ser Glu Ala His Leu Thr Glu Leu Leu Glu Glu He Cys Asp Arg Met 

75 80 85 

Lys Glu Tyr Gly Glu Gin He Asp Pro Ser Thr His Arg Lys Asn Tyr 
90 95 100 105 

Val Arg Val Val Gly Arg Asn Gly Glu Ser Ser Glu Leu Asp Leu Gin 

110 115 120 

Gly He Arg He Asp Ser Asp He Ser Gly Thr Leu Lys Phe Ala Cys 
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125 130 135 

Glu Ser lie Val Glu Glu Tyr Glu Asp Glu Leu He Glu Phe Phe Ser 

140 145 150 

Arg Glu Ala Asp Asn Val Lys Asp Lys Leu Cys Ser Lys Arg Thr Asp 

155 160 165 

Leu Cys Asp His Ala Leu His He Ser His Asp Glu Leu 
170 175 180 

<210> 31 
<211> 511 
<212> raJA 
<213> Hono sapiens 

<400> 31 

gttacgaagc tgcaggagcg ag atg gag gtg gac gca ccg ggt gtt gat ggt 

Met Glu Val Asp Ala Pro Gly Val Asp Gly 
1 5 10 

CGA GAT GCSr CTC CGG GAG CGG CGA GGC TTT AGC GRG GGA GGG AQG CAG 100 

Arg Asp Gly Leu Arg Glu Arg Arg Gly Phe Ser Glu Gly Gly Arg Gin 

15 20 25 

aac ttc gat gtg agg cct cag tct ggg gca aat ggg ctt ccc aaa cac 
Asn Phe Asp Val Arg Pro Gin Ser Gly Ala Asn Gly Leu Pro Lys His 

30 35 40 

tec tac tgg ttg gac etc tgg ctt ttc ate ctt tte gat gtg gtg gtg 
ser Tyr Trp Leu Asp Leu Trp Leu Phe He I^u Phe Asp Val Val Val 

45 50 55 

ttt etc ttt gtg tat ttt ttg cca tgaettgttc gctgatatct aaattaagaa 
Phe Leu Phe Val Tyr Phe Leu Pro 

60 65 
gttggttett gagtgaattc tgaaaatgge tacaaactte ttgaataaag aagacaggac 
tctcaataga agaattteac atctecaagg gaecctteet ttcattttac actttgttac 
taatttgcag aactetatta attgggtagg attteaecca ttcctagcta agttcttaaa 
attaaaccet ttggttcgtg tttaaaaact ttcaaacatc tgatggcttt acaggggctg 
aatataaaag eatttgtact t 
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<210> 32 
<211> 66 
<212> ERT 

<213> Hcsno sapiens 



<400> 32 

Met Glu Val Asp Ala Pro Gly Val Asp Gly 
15 10 
Arg Asp Gly Leu Arg Glu Arg Arg Gly Phe Ser Glu Gly Gly Arg Gin 

15 20 25 

Asn Phe Asp Val Arg Pro Gin Ser Gly Ala Asn Gly Leu Pro Lys His 

30 35 40 

Ser Tyr Trp Leu Asp Leu Trp Leu Phe lie Leu Phe Asp Val Val Val 

45 50 55 

Phe Leu Phe Val Tyr Phe Leu Pro 
60 65 



<210> 33 

<211> 1126 

<212> DNA 

<213> Homo sapiens 



<400> 33 

ctcttcacgg agccgcgcgg ctgcgggggc gcaaataggg tcactgggcc gcttggcggt 60 
gtcgttgcgg taccaggtcc gcgtgagggg ttcgggggtt ctgggcaggc aca atg 116 

Met 
1 

gcg tct cga gca ggc ccg cga gcg gcc ggc acc gac ggc age gac ttt 164 
Ala Ser Arg Ala Gly Pro Arg Ala Ala Gly Thr Asp Gly Ser Asp Phe 

5 10 15 

cag cac egg gag cgc gtc gcc atg cac tac cag atg agt gtg acc etc 212 
Gin His Arg Glu Arg Val Ala Met His Tyr Gin Met Ser Val Thr leu 

20 25 30 

aag tat gaa ate aag aag ctg ate tac gta cat ctg gtc ata tgg etg 
Lys Tyr Glu He Lys Lys Leu He Tyr Val His Leu Val He Trp leu 
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35 40 45 

ctg ctg gtt get aag atg age gtg gga cac ctg agg etc ttg tea cat 
Leu Leu Val Ala Lys Met Ser Val Gly His Leu Arg Leu Leu Ser His 
50 55 60 65 

gat cag gtg gee atg cee tat eag tgg gaa tac ccg tat ttg ctg age 356 
Asp Gin Val Ala Met Pro Tyr Gin Trp Glu Tyr Pro Tyr Leu Leu Ser 

70 75 80 

att ttg cec tet etc ttg gge ctt etc tec ttt cee egc aac aae att 404 
lie Leu Pro Ser Leu Leu Gly Leu Leu Ser Phe Pro Arg Asn Asn lie 

85 90 95 

age tac ctg gtg etc tec atg ate age atg gga etc ttt tec ate get 452 
Ser Tyr Leu Val Leu Ser Met lie Ser Met Gly Leu Phe Ser lie Ala 

100 105 110 

cea etc att tat gge age atg gag atg tte cet get gea eag eag etc 
Pro Leu lie Tyr Gly Ser Met Glu Met Phe Pro Ala Ala Gin Gin Leu 

115 120 125 

tac cge cat gge aag gee tac cgt ttc etc ttt ggt ttt tet gee gtt 
Tyr Arg His Gly Lys Ala Tyr Arg Phe Leu Phe Gly Phe Ser Ala Val 
130 135 140 145 

tec ate atg tac ctg gtg ttg gtg ttg gca gtg caa gtg cat gee tgg 
Ser He Met Tyr Leu Val Leu Val Leu Ala Val Gin Val His Ala Trp 

150 155 160 

eag ttg tac tac age aag aag etc eta gae tet tgg ttc ace age aca 
Gin Leu Tyr Tyr Ser Lys Lys Leu Leu Asp Ser Trp Phe Thr Ser Thr 

165 170 175 

cag gag aag aag cat aaa tgaagcctct ttggggtgaa gcctggacat cceatega 
Gin Glu Lys Lys His Lys 
180 

atgaaaggac actagtaeag eggttceaaa ateccttctg gtgattttag eagctgtgat 760 
gttggtacet ggtgeagacc aggeeaaagt tctggaaagc tccttttgee atctgctgag 
gtggcaaaac tataatttat teetggttgg ctagaactgg gtgaeegaca getatgaaac 
aaatttcagc tgtttgaagt tgaactttga ggtttttctt taagaatgag cttegteett 
gcctctaetc ggtcattcte cecatttcea tceattacec ettagceatt gagactaaag 
gaaataggga ataaatcaaa ttactteate tctaggtcae gggtcaggaa acatttgggc 
agctgetccc ttggcagetg tggteteetc tgcaaageat tttaattaaa aacetcaata 1120 
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aagatg ^^26 



<210> 34 

<211> 183 

<212> PRT 

<213> HcniD sapiens 

<400> 34 

Met 
1 

Ala Ser Arg Ala Gly Pro Arg Ala Ala Gly Thr Asp Gly Ser Asp Phe 

5 10 15 

Gin His Arg Glu Arg Val Ala Met His Tyr Gin Met Ser Val Thr I^u 

20 25 30 

Lys Tyr Glu He Lys Lys Leu He Tyr Val His Leu Val He Trp I^u 

35 40 45 

Leu Leu Val Ala Lys Met Ser Val Gly His Leu Arg Leu Leu Ser His 
50 55 60 65 

Asp Gin Val Ala Met Pro Tyr Gin Trp Glu Tyr Pro Tyr Leu l£u Ser 

70 75 80 

He Leu Pro Ser Leu Leu Gly Leu Leu Ser Phe Pro Arg Asn Asn He 

85 90 95 

Ser Tyr Leu Val Leu Ser Met He Ser Met Gly Leu Phe Ser He Ala 

100 105 110 

Pro Leu He Tyr Gly Ser Met Glu Met Phe Pro Ala Ala Gin Gin I^u 

115 120 125 

Tyr Arg His Gly Lys Ala Tyr Arg Phe Leu Phe Gly Phe Ser Ala Val 
130 135 140 145 

Ser He Met Tyr Leu Val Leu Val Leu Ala Val Gin Val His Ala Trp 

150 155 160 

Gin Leu Tyr Tyr Ser Lys Lys Leu Leu Asp Ser Trp Phe Thr Ser Thr 

165 170 175 

Gin Glu Lys Lys His Lys 
180 
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<210> 35 

<211> 2015 

<212> DNA 

<213> Hcno sapiens 



<400> 35 

atgtagtgag accctcgcga ggtctgagag tcactggagc taccagaagc ate atg 56 

Met 

1 

ggg ccc tgg gga gag cca gag etc ctg gtg tgg cgc ccc gag gcg gta 
Gly Pro Trp Gly Glu Pro Glu Leu Leu Val Trp Arg Pro Glu Ala Val 

5 10 15 

get tea gag cct cca gtg ect gtg ggg ctg gag gtg aag ttg ggg gcc 
Ala Ser Glu Pro Pro Val Pro Val Gly Leu Glu Val Lys Leu Gly Ala 

20 25 30 

ctg gtg ctg ctg ctg gtg etc aec etc etc tgc age ctg gtg ccc ate 
Leu Val Leu Leu Leu Val Leu Thr Leu Leu Cys Ser Leu Val Pro He 

35 40 45 

tgt gtg ctg cgc egg cca gga get aae cat gaa ggc tea get tec cgc 
cys Val Leu Arg Arg Pro Gly Ala Asn His Glu Gly Ser Ala Ser Arg 
50 55 60 65 

cag aaa gcc ctg age eta gta age tgt ttc gcg ggg ggc gte ttt ttg 
Gin Lys Ala Leu Ser Leu Val Ser Cys Phe Ala Gly Gly Val Phe Leu 

70 75 80 

gcc act tgt etc ctg gac ctg ctg ect gac tac ctg get gcc ata gat 
Ala Thr Cys Leu Leu Asp Leu Leu Pro Asp Tyr L^u Ala Ala He Asp 

85 90 95 

gag gcc ctg gca gcc ttg cac gtg acg etc cag ttc cca ctg caa gag 392 
Glu Ala Leu Ala Ala Leu His Val Thr Leu Gin Phe Pro Leu Gin Glu 

100 105 110 

ttc ate ctg gcc atg ggc ttc ttc ctg gte ctg gtg atg gag cag ate 
Phe He Leu Ala Met Gly Phe Phe Leu Val Leu Val Met Glu Gin He 

115 120 125 

aca ctg get tac aag gag cag tea ggg ccg tea ect ctg gag gaa aca 
Thr Leu Ala Tyr Lys Glu Gin Ser Gly Pro Ser Pro Leu Glu Glu Thr 
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130 135 140 145 

agg get ctg ctg gga aca gtg aat ggt ggg ccg cag cat tgg cat gat 
Arg Ala Leu Leu Gly Thr Val Asn Gly Gly Pro Gin His Trp His Asp 

150 155 160 

ggg cca ggg gtc cca cag gcg agt gga gcc cca gca acc ccc tea gee 
Gly Pro Gly Val Pro Gin Ala Ser Gly Ala Pro Ala Thr Pro Ser Ala 

165 170 175 

ttg cgt gcc tgt gta ctg gtg ttc tec ctg gee etc cac tec gtg ttc 
Leu Arg Ala Cys val Leu Val Phe Ser Leu Ala Leu His Ser Val Phe 

180 185 190 

gag ggg ctg gcg gta ggg ctg cag cga gae egg get egg gcc atg gag 
Glu Gly Leu Ala Val Gly Leu Gin Arg Asp Arg Ala Arg Ala Met Glu 

195 200 205 

ctg tgc ctg get ttg ctg etc cac aag ggc ate ctg get gtc age ctg 
Leu Cys Leu Ala Leu Leu Leu His Lys Gly He Leu Ala Val Ser I^u 
210 215 220 225 

tec ctg egg ctg ttg cag age cac ctt agg gca cag gtg gtg get ggc 
Ser Leu Arg Leu Leu Gin Ser His Leu Arg Ala Gin Val Val Ala Gly 

230 235 240 

tgt ggg ate etc ttc tea tgc atg aca ect eta ggc ate ggg ctg ggt 
Cys Gly He Leu Phe Ser Cys Met Thr Pro Leu Gly He Gly Ifiu Gly 

245 250 255 

gca get ctg gca gag teg gca gga ect ctg cac cag ctg gcc cag tct 
Ala Ala Leu Ala Glu Ser Ala Gly Pro Leu His Gin Leu Ala Gin Ser 

260 265 270 

gtg eta gag ggc atg gca get ggc acc ttt etc tat ate acc ttt ctg 
Val Leu Glu Gly Met Ala Ala Gly Thr Phe Leu Tyr He Thr Phe leu 

275 280 285 

gaa ate ctg ccc cag gag ctg gcc agt tct gag caa agg ate etc aag 
Glu He Leu Pro Gin Glu Leu Ala Ser Ser Glu Gin Arg He I^u Lys 
290 295 300 305 

gtc att ctg etc eta gca ggc ttt gcc ctg etc act ggc ctg etc ttc 
val He Leu Leu Leu Ala Gly Phe Ala Leu Leu Thr Gly Leu leu Phe 

310 315 320 

ate caa ate tagggggctt caagagaggg gcaggggaga ttgatgatea ggtgc 
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ccctgttctc ccttccctcc cccagttgtg gggaatagga aggaaagggg aagggaaata 
ctgaggacca aaaagttctc tgggagctaa agatagagcc tttggggcta tctgactaat 
gagagggaag tgggcagaca agaggctggc cccagtccca aggaacaaga gatggtcaag 
tcgctagaga catatcaggg gacattagga ttggggaaga cacttgactg ctagaatcag 
aggttggaca ctatacataa ggacaggctc acatgggagg ctggaggtgg gtacccagct 
gctgtggaac gggtatggac aggtcataaa cctagagtca gtgtcctgtt ggtcctagcc 
catttcagca ccctgccact tggagtggac ccctcctact cttcttagcg cctaccctca 
tacctatctc cctcctccca tctcctaggg gactggcgcc aaatggtctc tccctgccaa 
ttttggtatc ttctctggcc tctccagtcc tgcttactcc tctattttta aagtgccaaa 
caaatcccct tcctctttct caaagcacag taatgtggca ctgagcccta cccagcacct 
cagtgaaggg ggcctgcttg ctctttattt tggtcccgga tcctggggtg gggcagaaat 
attttctggg ctggggtagg aggaaggttg ttgcagccat ctactgctgc tgtaccctag 
gaatatgggg acatggacat ggtgtcccat gcccagatga taaacactga gctgccaaaa 
cattttttta aatacacccg aggagcccaa gggggaaggg caatgcctac ccccagcgtt 
atttttgggg agggagggct gtgcataggg acatattctt tagaatctat tttattaact 
gacctgtttt gggacctgtt acccaaataa aagatgtttc tagac 

<210> 36 
<211> 324 
<212> PRT 

<213> Hcno sapiens 
<400> 36 

Met 
1 

Gly Pro Trp Gly Glu Pro Glu Leu Leu Val Trp Arg Pro Glu Ala Val 

5 10 15 

Ala Ser Glu Pro Pro Val Pro Val Gly Leu Glu Val Lys Leu Gly Ala 

20 25 30 

Leu Val Leu Leu Leu Val Leu Thr Leu Leu Cys Ser Leu Val Pro He 

35 40 45 

Cys val Leu Arg Arg Pro Gly Ala Asn His Glu Gly Ser Ala Ser Arg 
50 55 60 65 
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Gin Lys Ala Leu Ser Leu Val Ser Cys Phe Ala Gly Gly Val Phe I^u 

70 75 80 

Ala Thr Cys Leu Leu Asp Leu Leu Pro Asp Tyr I^u Ala Ala He Asp 

85 90 
Glu Ala Leu Ala Ala Leu His Val Thr I^u Gin Phe Pro Lbu Gin Glu 

100 105 110 

Phe He Leu Ala Met Gly Phe Phe Leu Val I«u Val Met Glu Gin He 

115 120 125 

Thr Leu Ala Tyr Lys Glu Gin Ser Gly Pro Ser Pro Leu Glu Glu Thr 

1 -ic 140 1*5 

130 135 

Arg Ala Leu Leu Gly Thr Val Asn Gly Gly Pro Gin His Trp His Asp 

150 155 160 

Gly Pro Gly val Pro Gin Ala Ser Gly Ala Pro Ala Thr Pro Ser Ala 

165 170 175 

Leu Arg Ala Cys Val Leu Val Phe Ser Leu Ala I^u His Ser Val Phe 

180 185 190 

Glu Gly Leu Ala Val Gly Leu Gin Arg Asp Arg Ala Arg Ala Met Glu 

195 200 205 

Leu cys Leu Ala Leu Leu Leu His Lys Gly He lau Ala Val Ser Leu 
210 215 220 225 

ser Leu Arg Leu Leu Gin Ser His Leu Arg Ala Gin Val Val Ala Gly 

230 235 240 

cys Gly He Leu Phe Ser Cys Met Thr Pro I^u Gly He Gly Leu Gly 

245 250 255 

Ala Ala Leu Ala Glu Ser Ala Gly Pro Leu His Gin Leu Ala Gin Ser 

260 265 270 

val Leu Glu Gly Met Ala Ala Gly Thr Phe Leu Tyr He Thr Phe I^u 

275 280 285 

Glu He Leu Pro Gin Glu Leu Ala Ser Ser Glu Gin Arg He Leu Lys 
290 295 300 305 

val He Leu Leu Leu Ala Gly Phe Ala Leu Leu Thr Gly Leu Leu Phe 
310 315 320 
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